PTRF siRNA-1 5'-GCCGCAACTTTAAAGTCATGATCTA-3' PTRF siRNA-2 5'-AGGAGTCCCGCGCAGAGCGTATCAA-3' Table S2 primers for qPCR PTFR-Forward 5'-GGCAGATCAAGAAGCTGGAGGT-3'
PTFR-Reverse 5'-CAGCGATTTGCTGAT GCTCAGTT-3' EGFRvIII-Forward 5'-GACAGCATAGACGACACCTTC-3' EGFRvIII-Reverse 5'-CCTTATAGTCCTTATCATCGTC-3' GAPDH-Forward 5'-GTTGCTGTAGCCAAATTCGTTGT-3' GAPDH-Reverse 5'-GTTGCTGTAGCCAAATTCGTTGT-3' Table S3 primers of PTRF promoter region for ChIP-PCR
Fig Fig. S6 . PTRF down-regulation is detectable after surgery. (A) PTRF and CD63 expression was detected in four primary cell lines by western blot (TBD0207, TBD0224, TBD0313, TBD0224 and TBD0314). Among these cell lines, TBD0207 and TBD0313 showed higher PTRF expression, while TBD0224 and TBD0314 showed lower PTRF expression. CD63 expression was not significantly different among the four cell lines. (B) The PTRF/CD63 ratio in TCGA microarray data was used to evaluate the overall survival of GBM patients. Kaplan-Meier survival curve analysis showed that the PTRF/CD63 ratio was positively related to the poor prognosis of GBM patients (p=0.0149).
